RAW SEQUENCE LISTING 
ERROR REPORT 




The Biotechnology Systems Branch of the Scientific and Technical Information 
Center (STIC) detected errors when processing the following computer readable 
form: 

Application Serial Number: \Q \Q(c<L 

Source: Q \?C 

Date Processed by STIC: ttj&igi: 

THE ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS. 

PLEASE FORWARD THIS INFORMATION TO THE APPLICANT BY EITHER: 

1) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT COMMUNICATION TO THE 
APPLICANT, WITH A NOTICE TO COMPLY or, 

2) TELEPHONING APPLICANT AND FAXING A COPY OF THIS PRINTOUT, WITH A 
NOTICE TO COMPLY 

FOR CRF SUBMISSION QUESTIONS, PLEASE CONTACT MARK SPENCER, 703-308-4212. 

FOR SEQUENCE RULES INTERPRETATION, PLEASE CONTACT ROBERT WAX, 703- 308-4216. 
PATENTIN 2.1 e-mail help: patin21help@uspto.gov or phone 703-306-4119 (R. Wax) 
PATENTIN 3.0 e-mail help: patin3help@uspto.gov or phone 703-306-4119 (R. Wax) 

TO REDUCE ERRORED SEQUENCE LISTINGS, PLEASE USE THE CHECKER 
VERSION 3.1 PROGRAM , ACCESSIBLE THROUGH THE U.S. PATENT AND 
TRADEMARK OFFICE WEBSITE. SEE BELOW FOR ADDRESS: 
http;//www.uspto.gov/web/offices/pac/checker 

Applicants submitting genetic sequence information electronically on diskette or CD-Rom should be aware that there is 

a possibility that the disk/CD-Rom may have been affected by treatment given to all incoming mail. 

Please consider using alternate methods of submission for the disk/CD-Rom or replacement disk/CD-Rom. 

Any reply including a sequence listing in electronic form should NOT be sent to the 2023 1 zip code address for the 

United States Patent and Trademark Office, and instead should be sent via the following to the indicated addresses: 

1. EFS-Bio (<http://mvvv.uspto.gov/ebc/efs/downloads/docurnents.htrn> , EFS Submission 
User Manual - ePAVE) 

2. U.S. Postal Service: U.S. Patent and Trademark Office, Box Sequence, P.O. Box 2327, Arlington, VA 22202 

3. Hand Carry directly to: 

U.S. Patent and Trademark Office, Technology Center 1600, Reception Area, 7 th Floor, Examiner Name, 
Sequence Information, Crystal Mall One, 1911 South Clark Street, Arlington, VA 22202 
Or 

U.S. Patent and Trademark Office, Box Sequence, Customer Window, Lobby, Room 1B03, Crystal Plaza Two, 
201 1 South Clark Place, Arlington, VA 22202 

4. Federal Express, United Parcel Service, or other delivery service to: U.S. Patent and Trademark Office, 
Box Sequence, Room 1B03-Maiiroom, Crystal Plaza Two, 201 1 South Clark Place, Arlington, VA 22202 



Revised 01/29/2002 



ERROR DETECTED 

ATTNyVEW RULES CASES: 

1 1/ Wrapped Nuclcics 
Wrapped Aminos 

2 Invalid Line Length 

3 -jZS*isa]igned Amino 
Numbering 

4 Non- ASCII 

5 Variable Length 



_Patentin 2.0 
"bug" 



^Skipped Sequences 
(OLD RULES) 



_Skjppcd Sequences 
(NEW RULES) 



_Use of n's or Xaa'j 
(NEW RULES) 



10 



11 



12 



13 



^Invalid <213> 
Response 



JJseof<220> 



_PatenOn 2.0 
"bug" 



_Misuse of n 



Raw Sequence Listing Error Summary 
SUGGESTED CORRECTION SERIAL NUMBER: 10 [0^ f |0fe t 

PLEASE DISREGARD ENGLISH "ALPHA" HEADERS, WHICH WERE INSERTED BY PTO SOFTWARE 
prevent "wrapping." * W Wea,,n 6 ,L p, ^« ^ your nght margin to .3; this will 

^ feqUire tha ' ' Une no ' «"« d * characters in length. This includes white spaces. 
^^ZZZ™ 1 " 0 ' miM,,Ened -des betweennumhers; 

e S ach e „ n ^y ) r- COnta , in "' 5 ° r X "' S "Panting more than one residue. Per Sequence Rules. 

This sequence is intentionally skipped INU - X - (insert SEQ ID NO where X> shown) 

Pleas, also adjust the "(ii) NUMBER OF SEQUENCES:" response to Include me skipped sequence, 

^ToTZ^Z^ "" en " 0na, • «*~ ' h < each skipped sequence. 

<400> sequence id number 

000 

2Tl°m Sf" XM, o h r bCCn dCtCCt€d in thc Sc « ucn " listing. 

Per 1.823 of Sequence Rules, use of <220>-<223> is MANDATORY if n'.^v • 

In <, 2 0> to < 223 > secUo, please exp.ain tocation o^Z^ZZ^ orTJ^esen* 

is Artificial Sequence <"°>.<223> secl.on .a required when <213> response is Unknown or 

U^fSul^ 

(See Federal Regtster " Oo/O./.m. Vol. 63. No. .04, pp. 2963, ^"Tg^ of Sequence Rules) 

8, insteao, please use F.le Manager" or any other manual mean, to copy rile to floppy disk, 
^uei Z^yT^: ' " - used ,. represent 



0\P<f 



AMC/MH - Biotechnology Systems Branch - 08/21/2001 



1 

Page 1 of 6 




OIPE 

Does Not Comply 
Corrected Diskette Needed 

RAW SEQUENCE LISTING DATE: 10/08/2002 

PATENT APPLICATION: US/10/026, 106C TIME: 13:59:24 

Input Set : A:\EP.txt 

Output Set: N:\CRF4\10082002\J026106C.raw 

1 <110> APPLICANT: Renauld, Jean-Christophe 

2 Fickensicher, Helmut 

3 Dumoutier, Laure 

4 Hor, Simon 

6 <120> TITLE OF INVENTION: Isolated Cytokine Receptor LICR-2 

8 <130> FILE REFERENCE: LUD 5752 NDH 
C--> 10 <14 0> CURRENT APPLICATION NUMBER: US/10/026, 106C 
12 <141> CURRENT FILING DATE: 2001-12-21 
14 <160> NUMBER OF SEQ ID NOS : 19 



ERRORED SEQUENCES 

104 <210> SEQ ID NO: 8 

105 <211> LENGTH: 522 *aOLV*' 



vA' 

106 <212> TYPE: PRT iKws^^ 

107 <213> ORGANISM: Homo sapiens nTv tff^ 
W--> 108 <220> FEATURE: ' 
W--> 109 <4 00> SEQUENCE: 8 







110 


Met 


Ala 


Gly 


Pro 


Glu 


Arg 


Trp 


Gly 


Pro 


Leu 


Leu 


Leu 


Cys 


Leu 


Leu 


Gin 






111 


1 








5 










10 










15 








112 


Ala 


Ala 


Pro Gly 


Arg 


Pro Arg 


Leu 


Ala 


Pro 


Pro 


Gin 


Asn 


Val 


Thr 


Leu 






113 








20 










25 










30 










114 


Leu 


Ser 


Gin 


Asn 


Phe 


Ser 


Val 


Tyr 


Leu 


Thr 


Trp 


Leu. 


Pro Gly 


Leu Gly 






115 






35 










40 










45 












116 


Asn 


Pro 


Gin 


Asp 


Val 


Thr 


Tyr 


Phe 


Val 


Ala 


Tyr 


Gin 


Ser 


Ser 


Pro 


Thr 






117 




50 










55 










60 














118 


Arg 


Arg 


Arg 


Trp 


Arg 


Glu 


Val 


Glu 


Glu 


Cys 


Ala Gly Thr Lys 


Glu 


Leu 






119 


65 










70 










75 










80 






120 


Leu Cys Ser Met Met Cys Leu Lys Lys Gin Asp Leu Tyr Asn Lys PI 


E- 


-> 


121 










85 










90 










95 








122 


Lys 


Gly 


Arg 


Val 


Arg 


Thr 


Val 


Ser 


Pro 


Ser 


Ser 


Lys 


Ser 


Pro 


Trp 


Val 


E- 


-> 


123 








100 










105 










110 










124 


Glu 


Ser 


Glu 


Tyr 


Leu 


Asp 


Tyr 


Leu 


Phe 


Glu 


Val 


Glu 


Pro 


Ala 


Pro 


Pro 


E- 


-> 


125 






115 










120 










125 












126 


Val 


Leu 


Val 


Leu 


Thr 


Gin 


Thr 


Glu 


Glu 


He 


Leu 


Ser 


Ala 


Asn 


Ala 


Thr 


E- 


-> 


127 




130 










135 










140 














128 


Tyr 


Gin 


Leu 


Pro 


Pro 


Cys 


Met 


Pro 


Pro 


Leu 


Asp 


Leu 


Lys 


Tyr 


Glu 


Val 


E- 


-> 


129 


145 










150 










155 








160 








130 


Ala 


Phe 


Trp 


Lys 


Glu 


Gly 


Ala 


Gly Asn 


Lys 


Thr 


Leu 


Phe 


Pro 


Val 


Thr 


E- 


-> 


131 










165 










170 










175 








132 


Pro 


His 


Val 


Thr 


Pro 


His 


Gly 


Gin 


Pro 


Val 


Gin 


He 


Thr 


Leu 


Gin 


Pro 


E- 


-> 


133 








180 










185 










190 
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RAW SEQUENCE LISTING DATE: 10/08/2002 

PATENT APPLICATION: US/10/026 , 106C TIME: 13:59:24 



Input Set : A:\EP.txt 

Output Set: N:\CRF4\10082002\J026106C.raw 







1 7A 

_L J *± 


Ala 

rV la 


Ala 


Car 
OCX 


Glu 


His 


His 


Cys 


Leu 


Ser 


Ala 


Arg 


Thr 


He 


Tyr 


Thr 


Phe 


TP 


V 

- r 


1 7 *N 

X J D 






1 










200 










205 












X ~) o 


Cpr 
OCX 


Val 


Ptd 


Lys Tyr Ser Lys Phe Ser Lys Pro Thr Cys Phe Leu Leu 


t, - 


s 
- * 


1J / 




Z1U 










215 








220 












1 

X _> O 


pi i] 


Val 


Pro 


(jIU 


7V 1 a 

Aia 


Asn 


irp 


Ala 


Fne 


Leu 


Va 1 


ueu. 


prn 

XT X \J 


Cor* 

OCX 


XlC IX 


T.oii 

XjC U. 








Z Z j 










7 1 a 
z J U 










7 7 R 
« j j 










24 0 






1 A 1 


Tip 

1 1c 


Leu 


Ton 


Leu 


Va 1 

vai 


lie 


Ala 


Ala 


C 1 \T 

biy 


(7 1 \T 


Va 1 
vai 


lie 


Trn 


Xjy o 


Th r 

X 11X 


XlC u. 


Ej- 


V 

- * 


14z^ 










7A S 
Z4 D 










z -j \j 










255 








1 il o 
J.4 j 




P 1 \T 


Asn 


Pro 


Trp 


Fne 


o J. 11 


Arg 


aia 
Ala 


Lys 


Mot 


Drn 


A T*rr 


Ala 
nld 


Xicu 


Son 


E- 


V 

- s 


1 4 A 








zoU 










ZOD 










z / u 










IAS 

J. ft j 


Dhp 
r lie 


OCX 


vj xy 


His 


Thr 


Thr 


nib 


iri U 


vai 


aia 
Aia 


Thr 


tr lie 


Gin 


Pro 


Q O T" 

bel 


a t*/*t 


E- 


- > 


14 0 






Z / D 










7 Q A 

z oU 










7 ft ^ 
Z o J 












1 A 7 
14 / 


Pro 


fin 


Cor 
DC! 


Val 


Asn 


Asp 


Leu 


fne 


Leu 


Cys 


Pro 


Pi n 

O 1 11 


Xi_y o 


Pin 
bill 


Leu 


x ill 


E- 


- > 


14 O 




7 Q A 

z y u 










Zy D 










7 no 














1 A Q 
14 


Arg 


Pi \r 


Va 1 
V d. X 


Arg 


Pro 


Thr 


Pro 


Arg 


vai 


Arg 


Pro 


Ala 


X ill 


Pin 

bin 


Pin 


1 111 


E- 


- > 


1 C A 

1DU 


-jnc 

JO j 










J1U 










7 1 










770 

S3 Zj \J 






1 «^ 7 


Arg 


Trp 


Lys 


Lys 


Asp 


Leu 


aia 

Aid 


pin 
bill 


Asp 


VjIU 


Pin 

LjIU 


Pi 11 


Pin 


Asp 


1 111 


Pin 


E- 


- > 


174 










QIC 
JZD 










7 7 n 










jjj 








1ZJ d 


Asp 


Pi \r 


V d X 


Ser 


Pne 


Gin 


Pro 


Tyr 


lie 


1 11 
vjlU 


Pro 


rl vJ 


Cor 
OCX 


rile 


Leu 


Pi \7 

uiy 


E- 


- > 


1 3D 








34 0 










7 A R 
J4 0 










7 










1 D / 


pin 


(Z 1 ii 


nib 


Gin 


Ala 


Pro 


biy 


HIS 


Ser 


blU 


Ala 

Aia 


P 1 

biy 


P 1 V 


Va 1 

v ai 


Asp 


Got* 
OCX 


E - 


- > 


IRQ 
















"J £ A 

JoU 










7 fi 

JO 3 












1 SQ 




Arg 


Pro 


Arg 


Ala 


Pro 


Leu 


Va 1 

v ax 


Pro 


Ser 


pi ,, 

LilU 


Pi V 

biy 


oei 


Ser 


aia 
Aia 


Trp 


E - 


- > 


lou 




o / U 










■J7C 










7 q n 














lo 1 


Asp 


Cor 

ber 


Ser 


Asp 


Arg 


Ser 




Ala 

t\ X d 


ber 


Thr 


Va 1 

vai 


Asp 


Ser 


Got* 
ocl 


irp 


a cn 

nop 


E- 


- > 


1 £ 7 
lOZ 


-J Q C 
JOJ 




















J J J 










400 






1 7 
lO .3 


Arg 




oiy 


Ser 


Ser 


Qjiy 


Tyr 


Leu 


Ala 
Ala 




Lys 


Gly 


Pro 


Pi \T 

uiy 


Pi n 


Pl V 


E- 


- > 


104 










A A C 

405 










a i n 
4 1U 










AIR 

4 13 








1 fiS 

_L vJ 


rxu 


o x jr 


Pi V 


Asp 


Gly 


HIS 


Pin 

bin 


pin 


Ser 


Leu 


Pro 


Pro 


Pro 


Pi n 
ulU 


IT 11C 


Cor 
oei 


ti - 


— s 


loo 








420 










A 7 ^ 
4 Z J 










A 7ft 

*i J V 










-LO / 


Lys 


Asp 


Ser 


Gly 


Phe 


Leu 


Glu 


Glu 


Leu 


rl <J 




Asp 


Asn 


T,pn 
xjc u. 


Ser 


Ser 


Jii- 


V 

— s 


1 £ ft 

loo 






435 










440 










445 












1 Q 


Trp 


Ala 


Thr 


Trp 


Gly 


Thr 


Leu 


Pro 


Pro 


Pin 


XT X CJ 


Pro 


Asn 




Va 1 
v a x 


P TO 
rlU 


1T — 




i 7n 
i / u 




450 










455 










460 














17 9 
1 / Z 


Gly 


Gly 


-Pro 


Pro 


Val 


Ser 


Leu 


Gin 


Thr 


Leu 


Thr 


Phe 


Cys 


Trp 


Glu 


Ser 


Jli - 


— ^ 


I/O 


465 










470 










475 










480 






X f *± 


Ser 


Pro 


Glu 


Glu 


Glu 


Glu 


Glu 


Ala 


Arg 


Glu 


Ser 


Glu 


He 


Glu 


Asp 


Ser 


E- 


-> 


175 










485 










490 










495 








176 


Asp 


Ala 


Gly 


Ser 


Trp 


Gly 


Ala 


Glu 


Ser 


Thr 


Gin 


Arg 


Thr 


Glu 


Asp 


Arg 


E- 


-> 


177 








500 










505 










510 










178 


Gly 


Arg 


Thr 


Leu 


Gly 


His 


Tyr 


Met 


Ala 


Arg 




515 








E- 


-> 


179 


520 


































220 


<210> SEQ ID NO: 


: 10 




























221 


<211> LENGTH: 244 




























222 


<212> TYPE: 


PRT 






























223 


<213> ORGANISM: 


Homo sapiens 


















W- 


-> 


224 


<220> FEATURE: 


























W- 


-> 


225 


<4 00> SEQUENCE: 


10 




























227 


Met 


Ala 


Gly 


Pro Glu Arg Trp Gly 


Pro 


Leu 


Leu 


Leu 


Cys 


Leu 


Leu 


Gin 
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RAW SEQUENCE LISTING DATE : 10/08/2002 

PATENT APPLICATION: US/10/026 , 106C TIME: 13:59:24 

Input Set : A:\EP.txt 

Output Set: N:\CRF4\10082002\J026106C.raw 

228 l 5 10 15 

229 Ala Ala Pro Gly Arg Pro Arg Leu Ala Pro Pro Gin Asn Val Thr Leu 

230 20 25 30 

231 Leu Ser Gin Asn Phe Ser Val Tyr Leu Thr Trp Leu Pro Gly Leu Gly 

232 35 40 45 

233 Asn Pro Gin Asp Val Thr Tyr Phe Val Ala Tyr Gin Ser Ser Pro Thr 

234 50 55 60 

235 Arg Arg Arg Trp Arg Glu Val Glu Glu Cys Ala Gly Thr Lys Glu Leu 

236 65 70 75 80 

237 Leu Cys Ser Met Met Cys Leu Lys Lys Gin Asp Leu Tyr Asn Lys Phe 
E-> 238 85 90 95 

2 39 Lys Gly Arg Val Arg Thr Val Ser Pro Ser Ser Lys Ser Pro Trp Val 
E --> 240 100 105 110 

241 Glu Ser Glu Tyr Leu Asp Tyr Leu Phe Glu Val Glu Pro Ala Pro Pro 
E— > 242 115 120 125 

243 Val Leu Val Leu Thr Gin Thr Glu Glu He Leu Ser Ala Asn Ala Thr 
E~> 244 130 135 140 

24 5 Tyr Gin Leu Pro Pro Cys Met Pro Pro Leu Asp Leu Lys Tyr Glu Val 
E--> 246 145 150 155 160 

24 7 Ala Phe Trp Lys Glu Gly Ala Gly Asn Lys Thr Leu Phe Pro Val Thr 
E--> 248 165 170 175 

249 Pro His Gly Gin Pro Val Gin He Thr Leu Gin Pro Ala Ala Ser Glu 



250 



180 185 190 



251 His His Cys Leu Ser Ala Arg Thr He Tyr Thr Phe Ser Val Pro Lys 



E--> 252 195 200 205 

2 53 Tyr Ser Lys Phe Ser Lys Pro Thr Cys Phe Leu Leu Glu Val Pro Gly 
E--> 256 210 215 220 

257 Leu Phe Trp Thr His Thr Pro Cys Gly Asn Leu Ser Ala Gin Gin Thr 

E--> 258 225 230 235 240 

259 Arg Val Arg Glu 

294 <210> SEQ ID NO: 15 

295 <211> LENGTH: 27 

296 <212> TYPE: DNA 

297 <213> ORGANISM: Homo sapiens . , . 
W--> 298 <220> FEATURE: I /VA^ 

W--> 299 <400> SEQUENCE: 15 )^pV*^ _ :^yf«&M 5 

E--> 300 aatgtctaga tgctgttctc atttacc _ * 1 

301 (5^ §^ 

313 <210> SEQ ID NO: 17 

. 314 <211> LENGTH: 20 

315 <212> TYPE: DNA 

316 <213> ORGANISM: Homo sapiens 
W--> 317 <220> FEATURE: 

W--> 318 <400> SEQUENCE: 17 y^o/ 
E--> 319 gtgaaatatt gctccgtcgt pf 

320 (20^. 
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VERIFICATION SUMMARY 

PATENT APPLICATION: US/10/026, 106C 



DATE: 10/08/2002 
TIME: 13:59:25 



10 

20 

21 

28 

29 

36 

37 

44 

45 

54 

55 

62 

63 

70 

71 

108 

109 



M:270 
M:283 
M:283 
M:283 
M:283 
M: 283 
M:283 
M:283 
283 
283 
283 

283 W: 
283 W: 
M:283 W: 
M:283 W: 
M:283 W 
M:283 W 



C: 
W: 
W: 
W: 
W: 
W: 
W: 
W: 
W: 
W: 
W: 



Input Set : A:\EP.txt 

Output Set: N:\CRF4\10082002\J026106C.raw 

Current Application Number differs, Replaced Current Application Number 



Repeated in SeqNo=8 



:121 M:332 E 
:332 
:179 
:185 
:186 
:224 
:225 
:238 
: 332 
:265 
:266 
:273 
:274 
:281 
:282 
:289 
:290 
:298 
:299 
:300 
:309 
:310 



Missing Blank Line separator, <220> 

Missing Blank Line separator, <400> 

Missing Blank Line separator, <220> 

Missing Blank Line separator, <400> 

Missing Blank Line separator, <220> 

Missing Blank Line separator, <400> 

Missing Blank Line separator, <220> 

Missing Blank Line separator, <400> 

Missing Blank Line separator, <220> 

Missing Blank Line separator, <400> 

Missing Blank Line separator, <220> 

Missing Blank Line separator, <400> 

Missing Blank Line separator, <220> 

Missing Blank Line separator, <400> 

<220> 



field identifier 

field identifier 

field identifier 

field identifier 

field identifier 

field identifier 

field identifier 

field identifier 

field identifier 

field identifier 

field identifier 

field identifier 

field identifier 

field identifier 
field identifier 



Missing Blank Line separator 
Missing Blank Line separator, <400> field identifier 
(32) Invalid/Missing Amino Acid Numbering, SEQ ID: 8 



M:252 
M:283 
M:283 
M: 283 
M:283 
M:332 
Repeated 
M:283 W: 
M:283 
M:283 
283 
283 
283 
283 
283 
M:283 
M:283 
M:254 
M:283 
M:283 

317 M:283 

318 M:283 

319 M:254 

326 M:283 

327 M:283 

334 M:283 

335 M:283 
344 M:334 
346 M:336 



M: 
M: 
M: 
M: 
M: 



W: 
W: 
W: 
W: 
W: 
W: 
W: 
W: 
W: 
E: 
W: 
W: 
W: 
W: 
E: 
W: 
W: 
W: 
W: 
W: 
W: 



No. of Seq. differs, <211> LENGTH : Input : 522 Found: 512 SEQ: 8 
Missing Blank Line separator, <220> field identifier 
Missing Blank Line separator, <400> field identifier 
Missing Blank Line separator, <220> field identifier 
Missing Blank Line separator, <400> field identifier 
(32) Invalid/Missing Amino Acid Numbering, SEQ ID: 10 
in SeqNo=10 

Missing Blank Line separator, 
Missing Blank Line separator, 
Missing Blank Line separator, 
Missing Blank Line separator, 
Missing Blank Line separator, 
Missing Blank Line separator, 
Missing Blank Line separator, 
Missing Blank Line separator, 
Missing Blank Line separator, 
Missing Blank Line separator, 
No. of Bases conflict, LENGTH : Input : 0 Counted: 27 SEQ: 15 
Missing Blank Line separator, <220> field identifier 
Missing Blank Line separator, <400> field identifier 
Missing Blank Line separator, <220> field identifier 
Missing Blank Line separator, <400> field identifier 
No. of Bases conflict, LENGTH : Input : 0 Counted: 20 SEQ: 17 
Missing Blank Line separator, <220> field identifier 
Missing Blank Line separator, <400> field identifier 
Missing Blank Line separator, <220> field identifier 
Missing Blank Line separator, <400> field identifier 
(2) Invalid Amino Acid in Coding Region, NUMBER OF INVALID KEYS : 5 
Invalid Amino Acid Number in Coding Region, SEQ ID: 19 



<220> 
<400> 
<220> 
<400> 
<220> 
<400> 
<220> 
<400> 
<220> 
<400> 



field 
field 
field 
field 
field 
field 
field 
field 
field 
field 



identifier 
identifier 
identifier 
identifier 
identifier 
identifier 
identifier 
identifier 
identifier 
identifier 
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VERIFICATION SUMMARY DATE: 10/08/2002 

PATENT APPLICATION: US/10/026 f 106C TIME: 13:59:25 

Input Set : A:\EP.txt 

Output Set: N:\CRF4\10082002\J026106C.raw 

L:346 M:334 W: (2) Invalid Amino Acid in 'Coding Region, NUMBER OF INVALID KEYS : 5 
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